, F(OOO) = 856, T = 293 K, final R = )~042 for 2031 observations. The 4-hydroxycoumarins are intramolecularly hydrogen bonded between hydroxyls and carbonyls, Q. ··O separations are 2-624 (3) and 2· 718 (3) A, a scheme which imparts a disiymmetry to the otherwise achiral molecule and ilnderlies packing in a polar space group.
Introduction. During screening of a variety of coumarin compounds capable of H bonding, the title compound, which was not inherently chiral, was found to crystallize in a polar space group and have an unusually high density. Conveniently named phenyldicoumarol, in our hands the molecule was identified as a byproduct of the condensation of 4-hydroxycoumarin with 4-phenyl-3-buten-2-one (Bush & Traeger, 1983) although the original authors do not mention having isolated this molecule.
Experimental. Colorless blocks from 2-propanone, specimen: 0·51 x 0·38 x 0·54 mm, CAD-4 diffractometer, cell from 25 accurately centered higher-order intensities. Data measured to 28= 60° (h: 0-10, k: 0-18, !: 0-21), 2986 unique after elimination of systematic absences (hOO, h * 2n; OkO, k * 2n; 001, l * 2n) , were corrected for coincidence, polarization; no decay noted, no absorption correction. An extinction
• ruPAC name: 3,3'-benzylidenedi-4-hydroxycoumarin.
0108-2701/89/050785-03$03.00 correction was applied later and refined, g = 3-2 (11) x 10-7 (Zachariasen, 1963) . Structure discovered with MUL T AN80 (Main, Fiske, Hull, Lessinger, Germain, Declercq & Woolfson, 1980) . Non-H atom positions were refined with their uiso's by full-matrix least squares minimizing I w( I F 0 I -I Fe I ) (1)/; and the differences in structure factors were minimized for the 289 variables; maximum final I L1p I excursions were less than +0·25 and -0· l 9 e A-3 ; maximum L1/a in the final cycle O·O 1. All programs were from the locally modified SDP package (Frenz, 1987) . Positions and Beq's for the non-H atoms in phenyldicoumarol are given in Table 1 . t Discussion. A plot (Johnson, 1976) of the molecular structure of phenyldicoumarol is given in Fig. 1 (PHENYL)BIS(4-HYDROXYBENZ0-2H-PYRAN-2-0NE-3-YL)METHANE (Bravic, Gaultier & Hauw, 1968) and dibromodicoumarol (Alcock & Hough, 1972) . Two 4-hydroxycoumarin moieties are linked through a methylene bridge on which one H has been replaced with a phenyl group. Bond distances and angles are given in Table 2 . Although most of the bond distances are of expected length the C(ll)-C(21) distance of 1·539 (3)A is longer than an unstrained C(sp 3 )-C(Ar) bond, but in the range characteristic of triphenylmethane and related sterically crowded structures (Bernardinelli & Gerdil, 1981; Destro, Pilati & Simonetta, 1980) . Differences in exocyclic angles about the coumarin points of attachment to the methylene carbon are of note also. The exocyclic angles about C(3) [C(2)-C(3)-C(l 1) = 
112·8 ( phenyldicoumarol is similar to dicoumarol and to the ftavones obtusifolin (Narayanan, Zeichmeister, Rohrl & Hoppe, 1971 ) and urarinol (Hufford, Lasswell, Hirotsu & Clardy, 1979) , all of which also contain dissymmetric intramolecularly H-bonded molecules. Packing in phenyldicoumarol is related partly to the arrangements found in both dicoumarol and dibromodicoumarol. A unit-cell drawing (Johnson, 1976 ) is given in Fig. 2 . Coumarins on different molecules related by the screw axes along a (the short axis) pack at the nominal 3 · 5 A separation, as in dibromodicoumarol (P4 1 2 1 2) where a similar intercoumarin spacing is found between screw-related molecules along one of the two short axes. In dicoumarol (P2/c), a similar intercoumarin spacing is found along the short axis but between glide-related molecules.
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